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Step 2： all subsets










• Locus 1－3: 活動量が有意に小さくなる領域，
• Locus 4:  活動量が有意に大きくなる領域．
特にLocus 1・2はLocus 3に比べ，遺伝子型の違いがより大きな活動量の差を生じさせる．
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系統 B6 6C C7 C7-4 C7-15 C7-24 C7-29 C7-29R C7-24-134 C7-26 C7-31 C7-8 C7-1 C7-5 C7-6 C7-25 C7-Q
































Marker lasso all subsets p -value
Intercept 13176.1 12823.8 1.28×10
-12
D6Mit230 - D6Mit103 -1035.4 -659.3 0.183
D6Nig100.2M - D6Mit65
D6Nig65 : D6Nig102.1M
D6Mit36 : D6Mit105 -1573.9 -2119.8 0.0370
D6Mit105
D6Mit105 : D6Nig108.6M




D6Mit104 : D6Mit23 -803.5 -944.6 0.0378
D6Mit367 : D6Mit12
D6Mit12 - D6Mit256
D6Nig01-299 : D6Nig01-078
D6Nig01-078 - D6Mit374
-253.6
-2389.1
-1738.2
*
*
-2397.8
-744.5
771.5
-76.9
*
0.00312
0.0669
*
*
*
